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<211> 341 
<212> PRT 
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<211> 413 
<212> PRT 
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<210> 3 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer 
<400> 3 

ggggggagct catgeaatae aaaaaatcat tagttgeetc cgee 4 4 

<210> 4 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer 
<400> 4 

cccccgcggc cgcacagtgc aaatcgatag c 31 

<210> 5 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer 
<400> 5 

ggggggegge cgcataccca tacgatgttc ctgac 35 
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<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer 
<400> 6 

ggggcccggg ctaggatgat ggtttcaaaa gattttgaat atgatcc 4 7 

<210> 7 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer 
<400> 7 

cccgtcgaca atcctatctg cgtgtgtctc aagac 35 

<210> 8 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer 
<400> 8 

cccctcgagt caggtgaacc aagccgctat gccgc 35 

<210> 9 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer 
<400> 9 

ggggggtcga cagcaatata ttccgagttc catctccgc 39 

<210> 10 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer 
<400> 10 

gggggctcga gctactcacg gaattttttc cagttttttg gc 42 

<210> 11 
<211> 38 
<212> DNA 
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<213> Artificial Sequence 
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<400> 11 

ggggggagct catgcaatac aaaaagactt tggttgcc 38 
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<400> 12 

cccccgcggc cgccttgtca tcgtcatcct tgtagtcaca gtctatcaaa tcgatagctt 60 
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<212> DNA 
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gggggcccgg gctagctttg ttcgtgtcta gaattttc 



38 



